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Ribosomes are the most abundant cellular machinery in all organisms, constituting about one-third of
the human body’s dry mass. A critical question arises: Are all ribosomes identical? Ribosomal RNA
(rRNA) genes are present in hundreds of copies in the human genome and can carry sequence
variations between these copies. My research investigates whether these variations give rise to
distinct ribosome subtypes that regulate translation. In my seminar, titled “Cracking the rRNA
Variation Code in Human Health and Disease”, I will present my findings on previously unrecognized
sequence diversity among ribosomes. I have identified novel ribosome subtypes that are differentially
expressed across tissues and affect human physiology, as well as numerous sequence mutations that,
while typically low in expression, become elevated in various diseases, including specific mutations in
different cancer types.
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